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Abstract
We analyzed the porcine gene coding for Apolipoprotein B (APOB) to examine variation in the PRE-1 sequence of this gene using DNA samples from 10 pig breeds and populations, and two families. (Rapacz et al., 1994) , no relationship between allotypes and DNA variation was apparent in this study. The porcine APOB gene has been localized by in situ hybridization (Solinas et al., 1992) and by linkage analysis (Ellegren, 1993) to chromosome 3. Therefore, the APOBPREl locus will be also a useful marker for linkage analysis of pigs and/or analysis of relationships between genotype and specific phenotypic traits. To date, 6 RFLPs and 3 PCR-based polymorphisms have been identified in the porcine APOB gene and an association between these polymorphisms and immunogenetical allotypes has been found (Maeda et al., 1988 , Kaiser et al., 1993 Purtell et al., 1993 . Distributions of the alleles at the APOB -HindIII and APOB -ins/del loci are also shown in Table 1 .
These results provide the allelic frequencies of polymorphisms at the APOB locus in Japanese pig populations for the first time. The allelic distribution of the APOB-PREI locus is different from both that of the APOB-HindIII and APOB -ins/del loci. The APOB-HindIII+ allele, corresponding to LPB3 or LPB7 (Maeda et al., 1988 , Kaiser et al., 1993 PCR-based polymorphisms (Kaiser et al., 1993) , and 4 variations of mononucleotide repeat (Ellegren,1993) 
